AMENDMENTS TO THE CLAIMS : 

This listing of claims will replace all prior versions and listings in the application: 



IN THE CLAIMS : 

1-16. (Cancelled) 

1 7. (Currently amended) A method of simultaneously detecting or quantifying 

a plurality of different target nucleic aei dacids (Nl , N2 Nn) each having a predetermined first 

partial sequence F and a predetermined second partial sequence S [(Fl, SI), (F2, S2),... (Fn, Sn)] 
having a pr e d e t e rmined s e quenc e in a specimen comprising: 

(a) preparing a probe A and a prob e B probes Aa [Al, A2,. . . An] and probes Ba 
TBI, B2, . . . Bn] to convert target nucleic acids (Fa, Sa) into flag sequences (DOi, Dlk) (a, i and k 
are arbitrary natural numbers: a™^ = n: i m ^ and kn^> n) , 

said prob e A probes Aa [Al, A2,. . . An] being [[a]]respectiye first probe probes 
each of which has a sequence [[F']]Fa [Fl, F'2, ... F'n] complementary to [[a]] the respective 

first partial sequence [[F]]Fa [Fl, F2,...Fn] of the target nucleic acid Na(Nl, N2 Nn) and a 

binding molecule bound to the sequence [[F']]Fa, and 

said prob e B probes Ba [Bl, B2, ... Bn] being [[a]] respective second prob e 
probes each of which has a sequence [[S']]S^ [S'l, S'2, ...S'n] complementary to [[a]]the 

respective second partial sequence [[S]]Sa [SI, S2 Sn] of the target nucleic acid and a flag 

bound to the sequence [[S]]Sla, wherein said flag comprises four units SD, DO, Dl, and ED, each 
having a desired sequence, and linked in the form of SD+ D0+ D1+ ED; wherein the flag 
sequences DOi and Dlk are located between SD and ED and a combination of the DOi and Dlk 
(DOi, Dlk) being assigned respectively to the target nucleic acids (Fa. Sa): and wherein SD and 
ED are each primer sequences, 

(b) mixing the probes Aa [Ah A2 An] and the probes Ba TBI, B2, . . . Bn] 

with specimens containing target nucleic acids (Fa, Sa) [Fh SI), (FK SI), ... (Fn, Sn)] 
respectively, thereby hybridizing the first probo A probes Aa [AL A2. . . . An] with the 
respective first partial sequence F partial sequences Fa [FL F2,...Fn1 of the target nucleic 
aeid acids and simultaneously hybridizing the second prob e B probes Ba [Bl, B2 — Bnl with the 
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respective second partial s e qu e nc e S sequence Sa [SI, S2 Sn] of the target nucleic aei dacids 

by mixing the first prob e A, tho s e cond probe B, and th e sp e cim e n ; 

(c) ligating the first probe A probes Aa and the second prebe-B probes Ba, both 
being hybridized with the target nucleic aei dacids (Fa, Sa) , thereby obtaining a probe (A+B) 
probes (Aa+Ba) : 

(d) binding the binding mol e cul e first binding molecules of probe Aa to a 
substance which is substances capable of being p aired up therewith, thereby recovering the prob e 
(A±&) probes (Aa+Ba) : 

(e) dissociating the flag sequences (DOj, Dlk) amplifving the nucl e ic acids 
constructing th e flag by PCR, th e r e by performing an e ncode reaction ; 

(f) amplifying the flag sequences (DOj, Dlk) by PCR, wherein the PCR uses a 
primer to which a marker substance is bound, and thereby obtaining the flag sequences (DOj, 
Dlk) to which the marker substance is bound; and p e rforming transcription of a s e quenc e FL* 
compl e mentary to th e singl e strand e d flag s e qu e nc e obtain e d by th e e ncod e r e action by us e of 
two primers one of which is a prim e r having anoth e r binding mol e cul e and th e other is a prim e r 
having a marker substanc e , ther e by p e rforming a decod e r e action. 

(g) detecting or quantifying the marker substance of the flag sequences (DOj, 
Dlk), thereby detecting or quantifying the target nucleic acids (Fa, Sa) binding said anoth e r 
binding mol e cule to a substance which is pair e d up th e r e with, ther e by r e covering th e nucleic 
acid molecul e obtain e d by the d e code reaction; and 

(h) detecting or quantifying th e marker substance, th e r e by detecting or 
quantifying the target nucleic acid, wh e rein two of four units function as primers for PCR 
amplification . 

18. (Cancelled) 

19. (Currently amended) The method according to claim 4SJ/7, wherein said 
d e code reaction has th e following st e ps step (f) further comprises : 

(i) subjecting the single - strand e d s e qu e nc e e ncod e d to a PCR using an SD 
s e qu e nce and an ED sequ e nc e as primers; 

(ii) allowing a binding mol e cul e bound to the SD sequenc e to bind to anoth e r 
substance which is paired up with th e binding molecul e , thereby recov e ring a PCR product; 
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(iii) d e naturing th e PCR product to obtain a singl e strand e d PCR product; 

(iv) mixing s e qu e nc e s Din' lab e l e d and DOn' lab e l e d, th e reby hybridizing th e 
singl e strand with the scqucncos Din' and DOn'; 

(v) ligating the s e quences Din' to DOn 1 ; 

(vi) denaturing th e ligatod sequenc e to obtain a single - strand e d Dln' - DOn' 
s e qu e nce with the marker sub s tanc e ; and 

(vii) hybridizing th e sequenc e s D01 DOn with th e singl e- stranded s e qu e nce 
lab e l e d with maker substanc e , to d e tect or quantify the mark e r sub s tance, thereby d e t e cting or 
quantifying th e targ e t nucl e ic acid. 

(f-1) amplifying the flag sequences (D0j, Dlk) by PCR, 

wherein the PCR uses a primer to which a second binding molecule is bound, and 
thereby obtains the flag sequences (DOi, Dlk) to which the second binding molecule is bound: 

(f-2) binding the second binding molecules of the flag sequences (DOi, Dlk) to 
substances capable of being paired up therewith, thereby recovering the flag sequences (DOi, 
Dlk): and 

(f-3) amplifying the recovered flag sequences (DOj, Dlk) by PCR, 
wherein the PCR uses a primer to which a marker substance is bound, and thereby 
obtains the flag sequences (DOj, Dlk) to which the marker substance is bound. 

20. (Currently amended) The method according to claim 4-817, wherein the 
prob e B has th e s e quence S 1 and a flag comprising thr ee units and bound to th e s e quence S', 
where the thr ee units ar e SB, DO and ED e ach having a desired sequence and connected to each 
oth e r in th e form of SD+DO+ED the flag sequence has a three-unit structure consisting of an SD 
unit, DOj unit and ED unit, and wherein the DOj unit is assigned respectively to the target nucleic 
acids (Fa, Sa) . 

21 (Currently amended) The method according to claim 4-81/7, wherein said 
step (h) is performed by th e s e quenc e D01 - DOn immobiliz e d to a DNA capillary step (g) is 
performed by sequences (DOj, Dlk) 1 complimentary to the flag sequences (DOi, Dlk) 
immobilized to a DNA capillary . 



-5- 



G:\0LYMPUS\1373\14683Z\AM END\14683Z.am2.doc 



22. (Currently amended) The method according to claim 4-8J/7, wherein, in 
said step (d), said substance is immobilized to b e ads such that the prob e (A+B) is recov e r e d by 
binding th e prob e (A+B) to the b e ads via the binding mol e cul e capable of being paired up with 
the first binding molecules are immobilized on beads such that the probes (Aa, Ba) are recovered 
by binding the probe (Aa, Ba) to the beads via the first binding molecules . 

23. (Currently amended) The method according to claim ±£17, wherein said 
marker substance is a fluorescent substance such that the target nucleic acid is acids are detected 
or quantified by quantifying the fluorescent substance. 

24. (Currently amended) The method according to claim 4-81/7, wherein each 
of the units of the fla g sequences (DOj. Dlk) is an orthonormal nucleotide sequence. 

25. (Currently amended) The method according to claim 4-817, wherein said 
fla g sequences (DOn Dlk) is-a are double stranded s e quence sequences . 

26-33. (Cancelled) 
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